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Abstract

This study investigated the prevalence of vancomycin-resistant Enterococcus in the gastrointestinal tract of
farm animals from six provinces in Thailand. Stool samples were collected from 150 chickens, pigs, and cattle.
Enterococcus  were  then isolated on  Enterococcosel agar with  vancomycin 6  Hg/mL.
E. faecalis and E. faecium were isolated from 66 (14.7%) and 34 (7.6%) samples, respectively. The susceptibility
tests showed no isolates resisted vancomycin and teicoplanin; however, 10 (15.2%) and 3 (4.5%) isolates of
E. faecalis were intermediately resistant to vancomycin and teicoplanin, respectivelymwhereas|Z £5,88%) and 1
(2.94%) isolates of E. faecium were intermediately resistant to vancomycin and teicoplaningespectiVély. An isolate
of E. faecalis (0.67%) from a pig with intermediate resistance to vancomycin was found vanB gehe. Moreover, E.
faecalis and E. faecium isolates from farm animals showed high prevalenee,of multi-dfugs resistance. E. faecalis and
E. faecium isolates from pigs showed the highest rates of tetracycline resistafice of 84.2% and 82.4%, respectively.
E. faecalis and E. faecium isolates from chickens showed the highest ratdg, of erytht@mycin resistance of 94.7% and
88.9%, respectively. E. faecalis and E. faecium isolates™#om cattlef'showeed the highest rates of tetracycline
resistance of 42.9% and 25.0%, respectively. This study showkdgtréad of high usage of antibiotics in food animals
in Thailand. Farm animals could become reservoirs of multi-dfug Yyesistant organisms, especially Enterococcus,
which causes difficulty to the treatment of infectiori§yand leadsyto a high risk of death among these patients. The
effective control of antimicrobial usage in food amimalsiand screening for contamination of resistant bacteria in
humans and animals may be reguired in«grder téseduce the death rate caused by drug resistance problems that we

are facing today.
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M3190 1 MILEPILAD Y Enteracokcus alis Qg Enterococcus faecium (Manero & Blanch, 1999)
Biochemical tests
Organisms Bile esculin Acid from Arginine 0.04% Yellow
6.5% NaCl Motility
Sorbitol Arabinose dihydrolase  Tellurite pigment
E. faecalis G + - + G - -
E. faecium - + + NG - -

NaCl = Sodium chlori

319 2 Primers §1%5UNTIVN Van gene 11 YU PCR product (R Kariyama et al., 2000)

Target g 53 'primer sequence Amplicon size (bp)
VanA-F 5-CATGAATAGAATAAAAGTTGCAATA-3' 1,030
VanA-R 5-CCCCTTTAACGCTAATACGATCAA-3
VanB-F 5"-GTGACAAACCGGAGGCGAGGA-3' 433
VanB-R 5-CCGCCATCCTCCTGCAAAAAA-3
VanCI-F 5"-GGTATCAAGGAAACCTC-3' 822
Van CI-R 5'-CTTCCGCCATCATAGCT-3'
VanC2/C3-F 5"-CGGGGAAGATGGCAGTAT-3' 484
VanC2/C3-R 5'-CGCAGGGACGGTGATTTT-3'
rrs (168 IRNA)-F 5-GGATTAGATACCCTGGTAGTCC-3' 320

rrs (16S IRNA)-R 5 TCGTTGCGGGACTTAACCCAAC-3'
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5 3 0 8 1 5
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20.00% 12.00% 0.00% 10.67% 4.00% 8.00 00% 6.67%
4 4 0 8 2 5
unsilgu
16.00% 16.00% 0.00% 10.67% o o .00% 6.67%
- 2 6 4 12 2 0 2
uNENA
8.00% 24.00% 16.00% 16.00% 8.00% 0.00% 0.00% 2.67%
19 28 19 ﬁﬁd 7 8 9 34
3
12.67% 18.67% 12.67% 14. 3 5.33% 6.00% 7.56%

M ¥
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Antimicrobial agent (L1g)

E. faecalis (n=6

mln1dnndad 9nvhiu 6 samsaluiszmealne

E. faecium (n=34)

S 1 R S 1 R

Vancomycin (VA) (30) 56 (84.85%) ) (0%) 32 (94.12%) 2 (5.88%) 0(0%)
Teicoplanin (TEC)  (30) 63 V) 0 (0%) 33 (97.06%) 1(2.94%) 0 (0%)
Ampicillin (AMP) (10) 6519848 1(1.52%) 24 (70.59%) 0 (0%)0 10 (29.41%)
Erythromycin (E) (15) 11 (16.67%) 1.21%) 41 (62.12%) 8 (23.53%) 4 (14.71%) 22 (61.76%)
Tetracycline (TE) 30) 1 (1.52%) 40 (60.60%) 14 (41.18%) 1(2.94%) 19 (55.88%)
Ciprofloxacin (CIP) 20 (30.30%) 18 (27.27%) 22 (64.71%) 9 (26.47%) 3 (8.82%)
Nitrofurantoin (F) 1 (7.58%) 4 (0%) 17 (50.0%) 11 (32.35%) 6 (17.65%)
Fosfomycin (FOS (50) (93.94%) 0(0%) 4 (6.06%) 32 (94.12%) 1(2.94%) 1(2.94%)
Linezolid ( ) 60 (90.91%) 4 (6.06%) 2(3.03%) 32 (94.12%) 2 (5.88%) 0(0%)
Gentamicin (CN) (120) 64 (96.97%) 1 (1.52%) 1(1.52%) 34 (100%) 0 (0%) 0 (0%)
Streptomycin (S) (300) 30 (45.46%) 26 (39.39%) 10 (15.15%) 16 (47.06%) 6 (17.65%) 12 (35.29%)

S = susceptible, I = intermediate resistant, R = resistant
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