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Abstract

This study aimed to evaluate of Pseudomonas aeruginosa bacteriophage induction with an application of
UV light and Mitomycin C. The results showed that @U-PA9 and @U-PA10 were isolated by UV induction (20%).
Nine prophages including @M-PA1, GM-PA2, OM-PA3, OM-PA4, OM-PAS5, OM-PA6, OM-PA7, OM-PAS, and
OM-PA10 were isolated by mitomicin C induction (90%). Therefore, the application of UV light and Mitomycin C
demonstrated the success of P. aeruginosa bacteriophage induction. These data could be useful for further studies

related to the virulence factor of P. aeruginosa and their prophage carriage.
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