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Abstract

Consolidated bioprocessing is the recent advance for biofuel production. The strategy requires the
expression of starch-hydrolysing enzymes in a fermenting yeast strain to achieve liquefaction, hydrolysis and
fermentation by a single organism, which causes cost-effective conversion of raw starch to biofuels. Genetic
engineering allocates to use this approach. Screening of Aspergillus fumigatus were done as well as isolateM06 was
selected for high activity of enzyme (X-amylase. Gene cloning of ({-amylase is necessary in the first step. So, this
study aims to design the primer of ({-amylase which permits to use in gene cloning process. Searching protein of (-
amylase was done in National Center Biotechnology Information (NCBI) database and were compared to nucleotide
coding by tblastn function. Twenty-five protein accessions were found which can'be arranging in seven groups
following similarity in nucleotide sequence. The Gi70989216 and Gi70996257 accession used to primer design and

test in cDNA process of A. fumigates isolate M06. The results show the DNA fragment of 758bp and 1585bp.

Keywords: (X-amylase, Aspergillus fumigatus, primer design
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