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Abstract
C-type lectin is one of the pattern-recognition proteins that play an important role in innate immunity of
shrimp. C-type lectin comprises at least one carbohydrate recognition domain (CRD) which each CRD contains an

amino acid motif for specific sugar-binding to cell surfaces of pathogens, thus each CRD could bind to different
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invading pathogens. In previous study, a C-type lectin (LC) with dual CRD domains was cloned from
Fenneropenaeus merguiensis. CRD1 comprised of a QPD motif while CRD2 consisted of an EPN motif. In order to
characterize the affinity of CRDs, recombinant proteins of CRD1 (rLCRD1) and CRD2 (rLCRD2) were produced to
compare the properties of recombinant protein with whole LC (rLC). The molecular mass of rLC was 55 kDa
whereas those of rLCRD1 and rLCRD2 were 35.8 kDa and 35.4 kDa, respectively. All purified recombinant proteins
could induce Vibrio harveyi agglutination. In addition, rLCRD2 induced the agglutination of V. harveyi better than
the others. Besides, the inhibitory agglutination assay revealed that rLCRD1 (contained QPD motif) had a binding
specificity for galactose while rTLCRD2 (contained EPN motif) had a binding specificity for mannose. The results
indicated that LC was involved in shrimp innate immune response against pathogens via the bacterial agglutination

and sugar binding specificity of CRDs.
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